Table 1
Mutations of the OGG1 gene within NSCLC patient group.
	Location
	Patientsa (n = 88)
	mRNA positionb (codon)
	Nucleotide change
	Amino acid change

	Exon 1
	1
	1403 (46)
	G to A 
	Arg to Gln

	Exon 7
	40
	8055 (326) 
	C to G 
	Ser to Cys

	Intron 2 (-18 bp from exon 3)
	1
	2733
	T to G
	none

	Intron 3 (-14 bp from exon 4)
	2
	5667
	C to G
	none

	Intron 4 (-23 bp from exon 5)
	1
	7414
	G to A
	none


a Forty-three patients had no mutations
b According to EMBL accession no. AF088282.1
Table 2
Distribution and allelic frequencies of the OGG1 Ser326Cys polymorphism among NSCLC patients and healthy controls.

	OGG1 polymorphism
	Patients (n = 88)a
n (%)
	Controls (n = 79)a
n (%), (%)b
	p

	Ser326Cys  (exon 7)

	Ser/Ser
	48 (54.55)
	57 (72.15), (79.21)c
	p < 0.0001

	Ser/Cys
	24 (27.27)
	21 (26.58), (19.58)d
	

	Cys/Cys
	16 (18.18)
	1 (1.27), (1.21)e
	

	Allelic frequency

	Ser (C)
	0.57
	0.89
	

	 Cys (G)
	0.43
	0.11
	


All subjects were Caucasians

a Comparison of OGG1 polymorphic frequency between NSCLC patients and controls

(Chi-square distribution analysis).

b Results from Hardy-Weinberg equilibrium.

c Homozygous OGG1 Ser326Ser individuals

d Heterozygous OGG1 Ser326Cys individuals

e Homozygous OGG1 Cys326Cys individuals

Table 3

Comparison of OGG1 Ser326Cys polymorphism and 8-oxoG incision activity, OGG1 mRNA level and 8-oxodG level in lung and leukocytes of NSCLC patients and in leukocytes of healthy controls.

	OGG1
genotype
	Normal lunga
	Lung tumora
	p
	Patients

leukocytesb
	Control

leukocytesb
	p

	8-OxoG incision activity (8-oxoG pmols/h/mg protein)

	All genotypes
	18.2 ± 7.1
n = 88
	7.9 ± 4.1
n = 88
	p < 0.0001
	24.1 ± 9.7
n = 88
	46.5 ± 18.6
n = 79
	p < 0.0001

	Ser/Ser
	20.3 ± 6.5
n = 48
	8.8 ± 3.7
n = 48
	p < 0.0001
	27.3 ± 9.7
n = 48
	50.3 ± 16.8
n =  57
	p < 0.0001

	Ser/Cys
	15.6 ± 5.3
n = 24
pc = 0.0007
	6.6 ± 3.7

n = 24
pc = 0.024
	p = 0.0006
	18.1 ± 5.5
n = 24
pc = 0.02
	39.1 ± 20.1
n = 21 

pc = 0.003
	p = 0.0002

	Cys/Cys
	11 ± 5.9
n = 16
pc = 0.0001

pd = 0.03
	3.7 ± 1.3
n = 16
pc = 0.0004

pd = 0.004
	p = 0.0003
	15.1 ± 4.7

n = 16
pc = 0.0001

pd = 0.057
	31.27
n = 1
	–

	OGG1 mRNA level (mRNA of gene OGG1/mRNA of 18S rRNA x 10-6)

	All genotypes
	0.7 ± 0.5
n = 88
	0.7 ± 0.6
n = 88
	p = 0.67
	–
	0.3 ± 0.2

n = 79
	–

	Ser/Ser
	0.6 ± 0.5
n = 48
	0.6 ± 0.2
n = 48
	p = 0.6
	–
	0.2 ± 0.2
n = 57
	–

	Ser/Cys
	0.7 ± 0.5
n = 24
pc = 0.8
	0.6 ± 0.4
n = 24
pc = 0.9
	p = 0.6
	–
	0.3 ± 0.3
n = 21
pc = 0.09
	–

	Cys/Cys
	0.6 ± 0.4
n = 16
pc = 1.05

pd = 1.26
	0.6 ± 0.2
n = 16
pc = 0.38

pd = 1.14
	p = 0.75
	–
	0.2
n = 1
	–

	 8-OxodG level in DNA (8-oxodG/106dG )

	All genotypes
	12.8 ± 8
n = 88
	6.6 ± 3.7
n = 88
	p < 0.0001
	9.5 ± 5
	4.9 ± 2
n = 79
	p < 0.0001

	Ser/Ser
	10.6 ± 6.7
n = 48
	5.8 ± 4
n = 48
	p = 0.005
	7.6 ± 2.9
n = 48
	4.8 ± 2.1

n = 57
	p = 0.0018

	Ser/Cys
	15.2 ± 10.7

n = 24
pc = 0.21
	7.1 ± 3.3
n = 24
pc = 0.33
	p = 0.0095
	12.4 ± 6.3
n = 24
pc = 0.016
	5.1 ± 1.6
n = 21
pc = 0.12
	p = 0.0001

	Cys/Cys
	16.6 ± 8.2
n = 16
pc = 0.039

pd = 0.62
	8.5 ± 3
n = 16
pc = 0.041

pd = 0.64
	p = 0.014
	10.6 ± 5.1
n = 16
pc = 0.032

pd = 0.74
	8.86
n = 1
	–


a Comparison of OGG1 Ser326Cys polymorphism and 8-oxoG incision activity, OGG1 mRNA level and 8-oxodG level in normal lung and lung tumor of NSCLC patients, expressed as means ± SD (Wilcoxon rank sum test).

b Comparison of OGG1 Ser326Cys polymorphism and 8-oxoG incision activity and 8-oxodG level in leukocytes of NSCLC patients and in control leukocytes, expressed as means ± SD (Mann-Whitney U-test).

c p values come from comparison of variables between Ser326Ser and Ser326Cys or Cys326Cys genotype within groups of NSCLC patients and controls (Mann-Whitney U-test).

d p values come from comparison of variables between Ser326Cys and Cys326Cys genotype within NSCLC patient group (Mann-Whitney U-test).
Table 4.
Distribution of XRCC1 polymorphic genotypes among NSCLC patients and healthy controls.

	XRCC1 polymorphism
	Patients (n = 88)a
n (%)
	Controls (n = 79)a
n (%)
	p

	Arg194Trp (exon 6)

	Arg/Arg
	74 (84.09)
	69 (87.34)b
	0.16

	Arg/Trp
	14 (15.91)
	10 (12.66)c
	

	Arg280His (exon 9)

	Arg/Arg
	66 (75)
	67 (84.81)b
	0.0039

	Arg/His
	22 (25)
	12 (15.19)c
	

	Arg399Gln (exon 10)

	Arg/Arg
	64 (72.73)
	51 (64.56)b
	0.05

	Arg/Gln
	24 (27.27)
	28 (35.44)c
	


All subjects were Caucasians

a Comparison of XRCC1 polymorphic frequencies between NSCLC patients and controls

(Chi-square distribution analysis).

b Homozygous XRCC1 Arg194Arg, Arg280Arg or Arg399Arg individuals.
c Heterozygous XRCC1 Arg194Trp, Arg280His or Arg399Gln individuals.
Table 5
Comparison of XRCC1 polymorphisms and 8-oxoG incision activity in lung and leukocytes of NSCLC patients and in leukocytes of healthy controls.
	XRCC1
genotype
	Normal lunga
	Lung tumora
	p
	Patients

leukocytesb
	Control
leukocytesb
	p

	8-OxoG incision activity (8-oxoG pmols/h/mg protein)
Arg194Trp

	Arg/Arg
	18.4 ± 7.1

n = 74
	7.8 ± 4
n = 74
	p < 0.0001
	24.2 ± 11.5
n = 74
	47.5 ± 20.9
n = 69
	p < 0.0001

	Arg/Trp
	14.8 ± 2.4
n = 14
pc = 0.16
	6.4 ± 3.2
n = 14
 pc = 0.36
	p = 0.001
	26.1 ± 7.9
n = 14
pc = 0.68
	45.8 ± 8.9

n = 10
pc = 0.94
	p < 0.0001

	Arg280His

	Arg/Arg
	18.9 ± 6.7

n = 66
	8.2 ± 4.1
n = 66
	p < 0.0001
	26.3 ± 10.6
n = 66
	48.7 ± 21
n = 67
	p < 0.0001

	Arg/His
	8.7 ± 3.8
n = 22
pc = 0.0001
	4.8 ± 2.3
n = 22
pc = 0.04
	p = 0.028
	19.4 ± 5.9
n = 22
pc = 0.06
	39.3 ± 6.1
n = 12
pc = 0.12 
	p < 0.0001

	Arg399Gln

	Arg/Arg
	19.2 ± 6.4
n = 64
	8.5 ± 3.9
n = 64
	p < 0.0001
	23.9 ± 11.2
n = 64
	51.5 ± 18.5
n = 51
	p < 0.0001

	Arg/Gln
	8.6 ± 5.3
n = 24
pc < 0.0001
	3.2 ± 1.7
n = 24
pc < 0.0001
	p < 0.0001
	24.6 ± 9.7
n = 24
pc = 0.92
	39.7 ± 19.9


n = 28
pc = 0.005
	p = 0.012


a Comparison of XRCC1 polymorphisms and 8-oxoG incision activity in normal lung and lung tumor of NSCLC patients, expressed as means ± SD (Wilcoxon rank sum test).

b Comparison of XRCC1 polymorphisms and 8-oxoG incision activity in leukocytes of NSCLC patients and in control leukocytes, expressed as means ± SD (Mann-Whitney U-test).

c p values come from comparison of variables between XRCC1 genotypes within NSCLC patient group (Mann-Whitney U-test).
Supplementary Table 1

Comparison of XRCC1 polymorphisms and OGG1 mRNA level and 8-oxodG level in lung and leukocytes of NSCLC patients and in leukocytes of healthy controls.
	XRCC1
genotype
	Normal lunga
	Lung tumora
	p
	Patients

leukocytesb
	Control
leukocytesb
	p

	OGG1 mRNA level (mRNA of gene OGG1/mRNA of 18S rRNA x 10-6)

Arg194Trp

	Arg/Arg
	0.7 ± 0.5
n = 24
	0.7 ± 0.6
n = 24
	p = 0.54
	–
	0.3 ± 0.1

n = 24
	–

	 Arg/Trp
	0.6 ± 0.5
n = 24
pb = 0.97
	0.9 ± 0.7
n = 24
pb = 0.62
	p = 0.068
	–
	0.2 ± 0.1
n = 24
pb = 0.36
	–

	Arg280His

	Arg/Arg
	0.7 ± 0.6

n = 24
	0.7 ± 0.7

n = 24
	p = 0.89
	–
	0.3 ± 0.2
n = 24
	–

	Arg/His
	0.2 ± 0.1
n = 24
pb = 0.18
	0.3 ± 0.1
n = 24
pb = 0.58
	p = 0.47
	–
	0.3. ± 0.2
n = 24
pb = 0.57
	–

	Arg399Gln

	Arg/Arg
	0.7 ± 0.6
n = 24
	0.7 ± 0.7
n = 24
	p = 0.9
	–
	0.2 ± 0.3
n = 24
	–

	Arg/Gln
	0.4 ± 0.1

n = 24
pb = 0.97
	0.4 ± 0.3
n = 24
pb = 0.76
	p = 0.92
	–
	0.2 ± 0.1
n = 24
pb = 0.33
	–

	 8-OxodG level in DNA (8-oxodG/106dG )

Arg194Trp

	Arg/Arg
	13.2 ± 8
n = 74
	6.4 ± 3.1
n = 74
	p < 0.0001
	9.6 ± 5.1
n = 74
	4.8 ± 1.6
n = 69
	p < 0.0001

	 Arg/Trp
	14.4 ± 7.7

n = 14

pc = 0.49
	7.5 ± 3.4
n = 14
 pc = 0.84
	p = 0.0068
	8.4 ± 3.1
n = 14

pc = 0.93
	5.5 ± 3
n = 10

pc = 0.68
	p = 0.017

	Arg280His

	Arg/Arg
	11.6 ± 7.1
n = 66
	6.5 ± 3.8
n = 66
	p = 0.0006
	9.5 ± 5
n = 66
	4.8 ± 1.8
n = 67 
	p < 0.0001

	Arg/His
	19.5 ± 6.3
n = 22

pc = 0.086
	7.9 ± 2.4

n = 22

pc = 0.43
	p = 0.0002
	9 ± 5.6
n = 22

pc = 0.4
	5.4 ± 1.4
n = 12

pc = 0.051 
	p = 0.45

	Arg399Gln

	Arg/Arg
	13.6 ± 8.5
n = 64
	6.9 ± 3.9
n = 64
	p = 0.0005
	9.8 ± 5.2
n = 64
	5 ± 1.9
n = 51
	p < 0.0001

	Arg/Gln
	10.7 ± 4.7
n = 24

pc = 0.14
	5.2 ± 2.4
n = 24
pc = 0.36
	p = 0.03
	7.4 ± 2
n = 24

pc = 0.079
	4.6 ± 1.5
n = 28

pc = 0.23
	p < 0.0001


a Comparison of XRCC1 polymorphisms and OGG1 mRNA level and 8-oxodG level in normal lung and lung tumor of NSCLC patients, expressed as means ± SD (Wilcoxon rank sum test).

b Comparison of XRCC1 polymorphisms and 8-oxodG level in leukocytes of NSCLC patients and in control leukocytes, expressed as means ± SD (Mann-Whitney U-test).

c p values come from comparison of variables between XRCC1 genotypes within NSCLC patient group (Mann-Whitney U-test).
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