
Table 2. Oligonucleotides used in this study.

DNA Name Strand
1)

Sequence (5'-3')
2)

Usage

PEP1-5 PEPExF Fwd GCGAATTCGAGAAAGGTGGCGGCCGCATG cloning into pGBKT7 and pGEX4T-1

PEP1-5 PEPBamR Rev GCGGATCCGAGATTCTGCCCGAAGATCT cloning into pGBKT7

OAS-TL C OASCNco Fwd CGCCATGGCTGTTAAGCGCGAGACTGGA cloning into pGBKT7

OAS-TL C OASCEco Rev GCGAATTCTCATACCTCAGGCTGCATTTTC cloning into pGBKT7 and pGEX4T-1

SAT1 SAT1F Fwd GCGAATTCATGGCAACATGCATAGACACA cloning into pGADT7

SAT1 SAT1R Rev GCGGATCCAATCACATAATCAGACCACTCGGT cloning into pGADT7

SAT3 SAT3FEco Fwd GCGAATTCAACTACTTCCGTTATCCTGATCG cloning into pGADT7 and pET28a

SAT3 SAT3RBam Rev GCGGATCCTCAAATTACATAATCCGACCACTCG cloning into pGADT7

SAT5 SAT5F Fwd GCGAATTCCCACCGGCCGGAGAACTCCGACAT cloning into pGADT7

SAT5 SAT5R Rev GCGGATCCTATGATGTAATCTGACCATTCC cloning into pGADT7

PEP4 PEPExR Rev GCCTCGAGGAGATTCTGCCCGAAGATCT cloning into pGEX4T-1

OAS-TL C OASCBam Fwd GCGGATCCGTTAAGCGCGAGACTGGA cloning into pGEX4T-1

SAT3 SAT3RXho Rev GCCTCGAGTCAAATTACATAATCCGACCACTCG cloning into pET28a

PEP4 PEPNcoF Fwd GCCCATGGTCCAATGCGGCCGCATG cloning into ImpactVector 1.1-tag, 1.3-tag, 1.5-tag;

semiquantitative RT-PCR

PEP4 PEPRev Rev CGGGATCCGATATTGGAGATCT cloning into ImpactVector 1.1-tag, 1.3-tag, 1.5-tag

PEP4 IVFXba Fwd GCTCTAGAGTCCATTCCTCCTAAGTA cloning into pROK2

PEP4 IVFBam Rev GCGGATCCTTAGTGATGGTGATGGTGATG cloning into pROK2

PEP4 PEPrnaR Rev CAATGGAGTAGAACCATCACCA semiquantitative RT-PCR

TUA3 TUBF Fwd CAAAGTGTGACCCGAGACACGG semiquantitative RT-PCR

TUA3 TUBR Rev CAACGTACCAGTGGACAAATGC semiquantitative RT-PCR

1) 
Fwd - Forward; Rev - Reverse

2)
 Restriction enzyme recognition sites are underlined


